APPENDIX II 



Gene 


RefSeq (strain) 


Disruption Reference 


ptsH 


NP_2oo977 (0157:H7 tDL933) 


Gershanovitch VN eial , Mol. Gen. Genet 153:185-90 
(1977) 


NP_41d910 {K12) 


NP_754832 {CFT073) 


NK_o11o14 {(J157.n7 Sir. oakai) 


ptsi 


NP_288978 (0157:H7 EDL933) 


Hesterkamp T & Erni B, J. Mol. Microbiol. Biotechnol. 
1:309-17(1999) 


Km A^CC\AA /I/of o\ 

NP_41d911 {K12) 


NP_754833 (CFT073) 


NP 31 1315 {0157:H7 sir. Sakai) 


err 


NP_288979 (0157:H7 EDL933) 


Saffen DW eXal . J. Biol. Chem. 262:16241-53 (1987) 


NP_416912 (K12) 


NP_754834 (CFT073) 


galP 


NP_289515 (0157:H7 EDL933) 


N/A 


NP_417418 {K12) 


NP_755404 (CFT073) 


NP_31 1846 (0157:H7 str. Sakai) 


glk 


NP_288958 (0157:H7 EDL933) 


N/A 


NP_4 16889 (K12) 


NP_754809 (CFT073) 


NP 311295 (01 57:H7 EDL933) 


gapA 


NP_^oo21o (U1o7.n7 cDL9oo) 


N/A 


NP_4 16293 (K12) 


NP_7o407o (CrT073) 


NP_310515 (0157:H7 str. Sakai) 


arcA 


NP_291014 (0157:H7 EDL933) 


Alexeeva S eXal . J. Bacteriol. 182:4934-40 (2000) 


NP_418818 (K12) 


NP_757334 (CFT073) 


NP_313386 (0157:H7 str. Sakai) 


ppc 


NP__290593 (0157:H7 EDL933) 


N/A 


NP_418391 (K12) 


NP_756769 (CFT073) 


NP_312912 (0157:H7 str. Sakai) 


btuR 


NP_287929 (0157:H7 EDL933) 


N/A 


NP_415786 (K12) 


NP_753639 (CFT073) 


NP 309869 (0157:H7 str. Sakai) 


yqhD 


NP_289588 (0157:H7 EDL933) 


N/A 


NP_417484 (K12) 


NP_755616 {CFT073) 


NP_311922 (0157:H7 str. Sakai) 


mgsA 


NP_286838 (0157:H7 EDL933) 


Totemeyer S aXal , Mol. Microbiol. 27:553-62 (1998) 


NP_415483 (K12) 


NP_753025 (CFT073) 


ackA 




Yang YT aXal , Metab. Eng. 1:26-34 (1999) 


NP_416799 (K12) 


NP_754724 (CFT073) 


NP_312022 {0157:H7 str. Sakai) 


pta 


NP 288871 (0157:H7EDL933) 


Yang YT ef a/. , Metab. Eng. 1 :26-34 (1999) 


NP_416800 (K12) 


NP_754726 (CFT073) 


NP_311208 (0157:H7 str. Sakai) 



Gene 


KeToeq vSirainj 


Disruption Reference 


aldA 


NP_287746 (0157:H7 EDL933) 


This Study 


Nr_41oyoo (K12) 


KID 7^^*17 A'i ir^c~rn7'i\ 
Nr_/0o/4o (Or 1 U/oj 


iMr_o1UU4o (UlOf .H/^ Sir. odKai} 


aldB 


NP_290167 (0157:H7 EDL933) 


This Study 


KID A'iQfXAK. /I^-IOX 


KID TCCOTH /OCXn70\ 


NP_312491 (0157:H7 str. Sakai) 


eOrCl 


NP 288288 {0157:H7 EDL933) 


oauscn o eiai, , j. bacienoi. lou.of U4-1U (Itod; 


NP_41boD5 (K12) 


NP_754156 (CFT073) 


gIpK 


NP 290555 (0157:H7 EDL933) 


Schweizer HP etal. . Microbiology 143:1287-97 (1997) 


NP_418361 (K12) 


NP 756732 fCFT073^ 


NP_312878 (0157:H7 str. Sakai) 


gIdA 


NP 290582 (0157:H7 EDL933) 


Altaras NE & Cameron DC, Appl. Environ. IVIicrobiol. 
65:1180-85 (1999) 


NP_418380 {K12) 


NP_756758 (CFT073) 


NP 312901 (0157:H7 str. Sakai) 



N/A = not applicable 



